Supplemental Material DATA FILE LEGENDS Data File S1. Drug enrichment analysis and annotations. Data File S2. iAT-PLT-636 references, annotations, and content. Data File S3. Enumeration of coupled reaction sets and cosets in iAT-PLT-636 Data File S4. ASA-s and ASA-r sampling constraints and comparisons. platelet.xml: SBML format of iAT-PLT-636 platelet_loopless.xml: SBML format of iAT-PLT-636 (with type III loops removed)
. Comparison of the size of the platelet reconstruction, iAT-PLT-636, to other network reconstructions. A. The platelet is the smallest human cell and according to biochemical content its complexity fits between the mature erythrocyte and the macrophage (two other cells of hematopoietic lineage).Other human cell or tissue-specific reconstructions have more content, as expected, but all follow along the same trend. The scope and characterization of these networks biases (and underestimates) the actual size and complexity of human cells, as noted by the comparative sizes E. coli and yeast [1] [2] [3] [4] [5] , which are larger than human cells due to the comparative level of detailed knowledge of their underlying biochemical content and capabilities. B. A more detailed comparison between the platelet, red cell, and macrophage highlight some of the differences in content based on canonical metabolic subsystems. Figure 3A . 
